QC] 

if 
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FIG. 



pBl 



ALIAS: pAS2DD 
APPLICATION : 2HY (BAIT 
BACKBONE: 



SPECIFICITY 



Sea I 6720 



28/ Bfr BI 
287 Nsi I 
287 Ppu 101 



SELECTION: AHPICILLIN 
CONSTRUCTED BY: 



Bpm I 



Alw NI 57G0 



Sap I 5228 



Pst I 4776 

Sal I 4770 

Bam HI 4764 

Xma I 4759 

Sma I 4759 

Sty I 4749 



„ T 



* 7 '9 




1285 Xcra I 
12B8 Bse RI 



1748 Bsp EI 
h 1841 Pml I 
1958 Apa BI 
1958 Bst API 

2124 Bsu 361 
2174 Bst XI 



III 



Nco i H/1 

Bst DSI 4749 

Sfi I 4747 

Msc I 4746 

Hpa I 4570 

Bst BI 4026 
Bsa BI 3797 



i I \ 



2986 Ngo MIV 
3289 Nru I 

13BII 



Oligo 160 



3293 Eel 
3293 Sac I 
3384 Mlu I 
3485 Ppu MI 
3515 Rle AI 



gagagtagtaacaaaggtc 



AAAGACAGTTGACTGTATCGCCG 



Sfi I 



Sma I 



BamH I 



Sal I 



GAA TTT AT 



Pst I 



G GCC ATG GAG GCC CCG GGG ATC CGT CGA CCT GCA GCC 



Nco I 



AAG GTA ATT 



Oligo 161 



ccgggcgaatttcttatg 



Oligo 160 5' GAGAGTAGTAACAAAGGTC 3' 
Oligo 161 5' CATAAGAAATTCGCCCGG 3' 



\ 
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FIG. 2 

/\ 



pB5 



Sea I 6761 
Bpm I 63G8 



287 Bfr BI 
287 Nsi I 
287 Ppu 101 



Alw NI 5801 



Sap I 5287 



Pst I 


4817 


Bsp 1201 


4805 


Apa I 


4805 


* Sfi I 


4797 


Pac I 


47B8 


Bam HI 


4782 


Spe I 


4774 


Eag I 


4767 


Not I 


47GG 


S3 c II 


47G4 



47G4 
4753 



Mlu 1131 
* Sfi I 
Sty I 4749 
Nco I 4749 
Msc I 4746 




\ 

ALIAS: pAS2DDNSl 
APPLICATION : 2HY (BAIT) 
BACKBONE: pAS2DD 
SPECIFICITY: Sfi NON-ORIENTED 
SELECTION : AHPICILLIN 
CONSTRUCTED BY:SW 



1285 Xcm I 
12B8 Bse RI 



- 1748 Bsp EI 

- 1841 Pml I 
• 1956 Apa BI 

195G Bst API 

2124 Bsu 3GI 
2174 Bst XI 



Hpa I 4570 
F Bst BI 402G 



Oligo 160 



2880 Dra III 
298G Nae I 
2986 Ngo MIV 
3289 Nru I 
3293 Eel 136II 
3293 Sac I 
Rc , or r/qy 3384 Mlu I 

bsa BI 3/9/ 34G5 Ppu MI 
3515 Rle AI 



gagagtagtaacaaaggtc 



Sfi I 



AAAGACAGTTGACTGTATCGCCG 
Sac II 



Spe I 



GAA TTT ATG 



Bam HI 



GCC ATG GCC GCA GGG GCC GCG GCC GCA CTA GTG GGG ATC C 



Nco I 



Not I 



STOP 



Sfi I 



Pst I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAC CTG CAG CCA 



Pac I 



Oligo 161 



AGC TAA TT 



ccgggcgaatttcttatg 



Oligo 1G0 5' GAGAGTAGTAACAAAGGTC 3' 
Oligo 161 5' CATAAGAAATTCGCCCGG 3' 




• 
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FIG. 3 

/\ 



pBG 



Sea I G7G1 



287 Bfr BI 
287 Nsi I 
287 Ppu 101 



Bpm 



Alw NI 5801 



Sap I 5267 



Pst I 4817 

Bsp 1201 4805 

Apa I 4805 

* Sfi I 4797 

Pac I 4788 

Bam HI 4782 

Spe I 4774 

Eag I 4767 

No? I 4766 

TT A1CA 

OdU 11 1/U1 



Mlu 1131 
* Sfi I 
Sty I 4749 
Nco I 4749 
Msc I 4746 




APPLICATION : ?HY (BAIT) 
BACKBONE: p AS 2 DD 
SPECIFICITY : Sf i ORIENTED 
SELECTION: AMPICILLIN 



CONSTRUCTED BY:SW 



1285 Xcm I 
1288 Bse RI 



- 1748 Bsp EI 

- 1841 Pml I 

1956 Apa BI 
1956 Bst API 

2124 Bsu 361 
2174 Bst XI 



III 



Hpa I 4570 
F Bst BI 4026 

Bsa BI 3797 



Oligo 160 



2986 Ngo MIV 
3289 Nru I 
3293 Eel 136II 
3293 Sac I 
3384 Mlu I 
3465 Ppu MI 
3515 Rle AI 



gagagtagtaacaaaggtc 



AAAGACAGTTGACTGTATCGCCG 



Sfi I 



Sac II 



Spe I 



GAA TTT ATG 



Bam HI 



GCC ATG GCC GCA CGG GCC GCG GCC GCA CTA GTG GGG ATC C 



Nco I 



STOP 



Not I 
Sfi I ML 



Pst I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAC CTG CAG CCA 



Pac I 



Oligo 161 



AGC TAA TT 



ccgggcgaatttcttatg 



Oligo 160 5' GAGAGTAGTAACAAAGGTC 3' 
Oligo 161 5' CATAAGAAATTCGCCCGG 3' 



5 
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FIG. 

pB13 
1G5 Bst BI 



Ppu 101 5290 
Nsi I 5290 
Bfr BI 5290 



B51 Sci I 
G51 Xho I 
709 Hpa 



ALIAS :pGBT9NSl s 
APPLICATION : 2HY (BAIT) 
BACKBONE : pGBT9 

SPECIFICITY : Sf i NON-ORIENTED 
SELECTION: AMPICILLIN 
CONSTRUCTED BY :CR 



I 



8B5 Msc I 



Sna BI 493G 



Aat II 41G0 



Sea I 3720 
Pvu I 3G09 




Bpm I 3327 
Ana i i<Lii 



724 Bsr GI B88 Nco I 

8B8 Sty I 

903 Mlu 1131 

903 Sac II 

905 Not I 

90G Eag I 

1168 Nae I 
1168 Ngo MIV 

\- 1440 Bsm FI 
1590 Bst XI 
1604 Eco RV 
1645 Bsu 361 
1747 Mfe I 
1803 Xba I 

1809 Apa BI 
1809 Bst API 
1929 Pml I 



913 Spe I 
921 Bam HI 
927 Pac I 
944 Apa I 
944 Bsp 1201 
956 Pst I 



H7< p.,., TT 

cxi i rvu ii 



2760 Alw NI 



Oligo 160 



2226 Sap I 

2349 Afl III 
2349 Bsp Will 



gagagtagtaacaaaggtc 



AAAGACAGTTGACTGTATCGCCG 



Sfi I 



Sac II 



Spe I 



GAA TTT ATG 



Bam HI 



GCC ATG GCC GCA GGG GCC GCG GCC GCA CTA GTG GGG ATC C 



Nco I 



Not I 



STOP 



Sfi I 



Pst I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAC CTG CAG CCA 



Pac I 



Oligo 161 



AGC TAA TT 



ccgggcgaatttcttatg 



Oligo 160 5' GAGAGTAGTAACAAAGGTC 3' 
\ Oligo 161 5' CATAAGAAATTCGCCCGG 3' 
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pB14 
1B5 Bst BI 



Ppu 101 5290 
Nsi I 5290 
Bfr BI 5290 



651 Sci I 
G51 Xho I 
709 Hpa 



ALIAS :pGBT9NS2 
APPLICATIONS (BAIT) 
BACKBONE : pGBT9 
SPECIFICITY : Sf i ORIENTED 
SELECTIONi AMPICILLIN 
CONSTRUCTED BY : CR 



I 



885 Msc I 



Sna BI 



Aat II 41B0 



Sea I 3720 
Pvu I 3609 




Bpm I 3327 
Ahd I 3237 



724 Bsr GI e88 Nco I 
888 Sty I 
903 Mlu 1131 
903 Sac II 

905 Not I 

906 Eag I 
1168 Nae I 
1168 Ngo HIV 

M440 Bsm FI 
1590 Bst XI 
1604 Eco RV 
1645 Bsu 361 
1747 Hfe I 
1803 Xba I 
1809 Apa BI 
1809 Bst API 
1929 Pml I 



913 Spe I 
921 Bam HI 
927 Pac I 
944 Apa I 
944 Bsp 1201 
958 Pst I 



T T 



ill i rvu ii 



2760 Alw NI 



Oligo 160 



2226 Sap I 

2349 Afl III 
2349 Bsp LU11I 



gagagtagtaacaaaggtc 



AAAGACAGTTGACTGTATCGCCG 



Sfi I 



Sac II 



Spe I 



GAA TTT ATG 



Bam HI 



GCC ATG GCC GGA CGG GCC GCG GCC GCA CTA GTG GGG ATC C 



Nco I 



STOP 



Not I 
Sfi I Ml 



Pst I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAC CTG CAG CCA 



Pac I 



Oligo 161 



AGC TAA TT 



ccgggcgaatttcttatg 



Oligo 160 5' GAGAGTAGTAACAAAGGTC 3' 
Oligo 161 5' CATAAGAAATTCGCCCGG 3' 




6/19 
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/\ 



pB20 



Ppu 101 5451 
Nsi I 5451 
Bfr BI 5451 
NU387/7I 5445 
Ava I 5445 



1G1 Bst BI 

447 Hin ell 
447 Hpa I 
4BB Bel I 
517 Mlu I 
759 Bsm I 
957 Pme I 
975 Bgl I 
998 Xcm I 



ALIAS :pLEX10NS2 
APPLICATIONS (BAIT) 
BACKBONE : pLEX 10 (pB3) 
SPECIFICITY : Sfi -ORIENTED 
SELECTION: ANPICILLIN 
CONSTRUCTED BY : LD 



Aat II 4321 - 




1045 


Eco 


RI 


1053 


Sfi 


I* 


10G4 


Bst 


DSI 


1064 


Mlu 


1131 


10B4 


Sac 


II 


10BB 


Not 


I 


10G7 


Eag 


I 


1074 


Spe 


I 


1082 


Bam 


HI 


1088 


Pac 


I 


1097 


Sfi 


I* 


1105 


Apa 


I 


1105 


Bsp 


1201 


1117 


Pst 


I 



574G BASb PAIRS 
UNIQUE SITES 



Sea I 38B1 
Pvu I 3770 



Bpm I 3488 
Bsa I 3470 
Ahd I 3398 




1329 Nae I 
1329 Ngo HIV 

1601 Bsra FI 



1751 Bst XI 

1806 Bsu 361 
1964 Xba I 

1970 Apa BI 

1970 Bst API 

.... 2090 Pnl I 
2332 Pvu II 

Alw NI 2921 2387 Sap I 

2510 Bsp LU11I 



EcoR I 



Sfi I 



Not I 



Spe I 



Bam HI 



GAA TTC GGG GCC GGA CGG GCC GCG GCC GCA CTA GTG GGG ATC C 



Sac II 



STOP 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAC CTG CAG 



Pac I 



Sfi I 



Pst I 
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FIG. 

PP1 



Bel I 7932 
Spe I 7917 



377 Bsa HI 
435 Sea I 



Sna BI 



Hpa I 6552 

Nru I 614G 
Blp I 611H 
Bae I G05B 

Sse 8G47I 577B 

Bst EII 5622 
Cla I 550B 
Age I 5407 

Eco 




I 



I 



ALIAS : pACTIIst 
APPLICATION: 2HY (PREY) 
BACKBONE : pACTII 
SPECIFICITY: 
SELECTION:AMPICILLIN 
CONSTRUCTED BY: 



1392 Alw NI 



1928 Sap I 
2059 Tth 1111 
2157 Bsm BI 



2575 Bsg I 



2764 Rsr II 
Sex AI 
Mlu I 

I 



Bsr GI 4536' i 
Dra III 4092 



ABS1 



3096 Nco I 
3106 Sma I 
310G Xma I 
3111 Bam HI 



3117 Eco RI 3143 Xho I 

3123 Ban II 

3123 Eel 13GII 

3123 Sac I 

3143 Sci I 



ig l i iggdd iudu idLdgg 



JC90 



PATPTTTA ATAPPAPTAPA A TPP A TP A TPT A T A T A APT ATPTATT 
□MIDI i I MM I OHO I HOHH I UUM I UM I U I M I M I MHO I H I O 1 H I I 



Bgl II 



cgatgatgaagataccccaccaaa 



CCCAAAAAAAGAGATCTGTATGGCTTACCCATACGATGTTCCAG 

Sma I 



Sfi I 



BamH I 



ATTACGCTAGCTTGGGTGGTCATATGGCC ATG GAG GCC CCG GGG ATC CGA ATT 



Sac I 



Nco I 
Xho I 



Bgl II 



CGA GCT CGA CTA GCT AGC TGA CTC GAG AGA TCT ATGAAT 



cgtagatactgaaaaacccc 



GCAAGTT 



162 



cacttcaactjgtgcatcgtg 



caccatctcaatttc 



ABS1 
JC90 
162 
ABS2 
\ 53 



5' CGTTTGGAATCACTACAGG 3' 

5' CGATGATGAAGATACCCCACCAAA 3' 

5' GGGGTTTTTCAGTATCTACG 3' 

5' CACGATGCACAGTTGAAGTG3 ' 

5' GAAATTGAGATGGTGCACGATGCAC 3' 



ABS2 



53 
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FIG. 

/\_ 

pP2 



8 



Bel I 7947 



Sna BI 



377 Bsa HI 
435 Sea I 

84B Bsa I 
913 Ahd 



Hpa I G5B7 

Nru I B1B1 
Blp I 6126H 
Bae I 6071 

Sse 86471 5793 

Bst EII 5621 
Cla I 5506 

Age I 5422 




I 



APPLICATION : 2HY (PREY) x 
BACKBONE: pACTIIst 
SPECIFICITY : Sf i NON-ORIENTED 
SELECTION: AMPICILLIN 
CONSTRUCTED BY:SW 



1392 Alw NI 



Bsr GI 4551 

Dra III 4107 



ABS1 



Lb 



ug it iggdd udt idtdgg 



l_ 192B Sap I 
- 2059 Tth 1111 

2157 Bsm BI 

2575 Bsg I 

2764 Rsr II 
2905 Sex AI 
Mlu I 

I 3144 Sfi 
I* 3152 Apa 
1131 3152 Ban 

II 3152 Bsp 
HI 3158 Sci 
I 3158 Xho 



2934 
3096 Nco 
3100 
3111 
3111 
3129 
3135 



Sfi 
Mlu 
Sac 
Bam 
Pac 



I* 
I 

II 

1201 

I 

I 



PA TPT TT A AT APT APTAPA A TPP A TP A TPT A T A T A APTATPTATT 
UM I U I I I MM I HL-UMU I ttUMM I UUM I Urt I U I M I M I ttttb IttlOim I 



JC90 



cgatgatgaagataccccaccaaa 



Bgl II 

CCCAAAAAAAGAGATCTGTATGGCTTACCCATACGATGTTCCAG 

Sac II 
Sfi I 



ATTACGCTAGCTTGGGTGGTCATATGGCC ATG GCC GCA GGG GCC GCG GCC GCA 



Nco I 



BamHI Pac I 



CTA GTG GGG ATC CTT AAT TAA GGG CCA CTG GGG CCC CTC GAG AGA TCT 



Stop 



ATGAAT 



cgtagatactgaaaaacccc 



GCAAGTT 



162 



cacttcaactgtgcatcgtg 



caccatctcaatttc 



ABS1 
JC90 
162 
ABS2 
\53 



5' CGTTTGGAATCACTACAGG 3' 

5' CGATGATGAAGATACCCCACCAAA 3' 

5' GGGGTTTTTCAGTATCTACG 3' 

5' CACGATGCACAGTTGAAGTG3 ' 

5' GAAATTGAGATGGTGCACGATGCAC 3' 



ABS2 



53 



pP3 



Bel I 7947 



Xba I 7548 
Sna BI 7209 



377 Bsa HI 
435 Sea I 



Hpa I G5G7 

Nru I B1G1 
Blp I 6126^ 
Bae I 6071 

Sse 86471 5793 

Bst EII 5637 
Cla I 552 

Age I 5422 
Eco 




I 

Ahd I 



APPLICATION S (PREY) 
BACKBONE r pACTIIst 
SPECIFICITY : Sf l ORIENTED 
SELECTION: AMPICILLIN 
CONSTRUCTED BY:SW 



1392 Alw NI 



Bsr GI 4551 T 
Dra III 4107 



ABS1 



CG 



cgtttggaatcacagg 



_ 1928 Sap I 
- 2059 Tth 1111 
~ 2157 Bsm BI 

2575 Bsg I 

2764 Rsr II 
2905 Sex AI 
2934 Mlu II 

co I 3144 Sfi I* 

3100 Sfi I. 3152 Apa I 

3111 Mlu 1131 3152 Ban II 

3111 Sac II 3152 Bsp 1201 

3129 Bam HI 3158 Sci I 

3135 Pac I 3158 Xho I 



JC90 



GATGTTTAATACCACTACAATGGATGATGTATATAACTATCIATT 



Bgl II 



cgatgatgaagataccccaccaaa 



CCCAAAAAAAGAGATCTGTATGGCTTACCCATACGATGTTCCAG 

Sac II 
Sfi I 



ATTACGCTAGCTTGGGTGGTCATATGGCCATGGCC GGA CGG GCC GCG GCC GCA 



Nco I 



BamHI Pac I 



CTA GTG GGG ATC CTT AAT TAA GGG CCA CTG GGG CCC CTC GAG AGA TCT 



Stop 



ATGAAT 



cgtagatactgaaaaacccc 



GCAAGTT 



162 



cacttcaactgtgcatcgtg 



caccatctcaatttc 



ABS1 
JC90 
162 

ABS2 
\53 



5' CGTTTGGAATCACTACAGG 3' 

5' CGATGATGAAGATACCCCACCAAA 3' 

5' GGGGTTTTTCAGTATCTACG 3' 

5' CACGATGCACAGTTGAAGTG3 ' 

5' GAAATTGAGATGGTGCACGATGCAC 3' 



ABS2 



53 
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FIG. 10 

/N 



Sfo I 6945 Bsm I 7120 

Nar I 6945 Bpu 101 7091 

Kas I G945 Ngo MI V 7011 

Bbe I G945 Nae I 7011 
Pst I G809 

Sbf I 6808 
Sph I G803 
Ppu 101 6508 
Nsi I 6508 
Bfr BI G508 

Sna BI 6154 
Bsa Al 6154 



Aat II 5378 



Beg I 
Pvu 




pPG 

358 Bsg I 
547 Rsr II 
688 Sex AI 
u I 




834 
838 
849 
849 
851 
859 
867 



1134 Msc I 



Nco 
Sfi 
Mlu 
Sac 
Not 
Spe 
Bam 



I 

I* 

1131 
II 
I 
I 

HI 



882 
890 
890 
890 
896 
898 
911 



Sfi 
Apa 
Ban 
Bsp 
Sci 
Xho 
Xba 



I* 
I 

II 

1201 
I 
I 
I 



BASE PAIRS 
UNIQUE SITES 



Ahd I 4455 




ALIAS: pGAD3S2XNSl 
APPLICATION: 2HY (PREY) 
BACKBONE: pGA03S2X 
SPECIFICITY: Sfi NON-ORIENTED 
SELECTION : AMPICILLIN 
CONSTRUCTED BY:SW 



ABS1 



cgtttggaatcactacagg 



2459 Afl II 

2609 Bam FI 
2623 Cla I 
2739 Bst EII 

Pfl MI 
2883 Ppu MI 
2883 Sse 86471 
3161 Bae I 
3388 Pvu II 
3443 Sap I 

GATGTTTAATACCACTACAATGGATGATGTATATAACTATCTATT 



Alw NI 3977 



JC90 



cgatgatgaagataccccaccaaa 



Sfi I 



C C C AAAAAAAGAGAT CC T AGAAC TA 
Sac 11 Spe I Bam HI 



GCC ATG GCC GCA GGG GCC GCG GCC GCA CTA GTG GGG ATC C 

Xba I 



Nco I 
STOP 



Sfi I 



Not I 



Xho I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAG TAG CTA GTG TCT AGA 



STOP STOP STOP 

GGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCG TCGTTTTA CAACGTCGTGACTGGGAAAACCCTGATCTATGAAT 



cgtagatactgaaaaacccc 



GCAAGTT 



162 



cacttcaact[gtgcatcgtg 



caccatctcaatttctttc 



ABS1 5' CGTTTGGAATCACTACAGG 3' 

JC90 5' CGATGATGAAGATACCCCACCAAA 3' 

162 5' GGGGTTTTTCAGTATCTACG 3' 

ABS2 5' CACGATGCACAGTTGAAGTG3 ' 

\53 5' GAAATTGAGATGGTGCACGATGCAC 3' 



ABS2 



53 
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FIG. 11 

/\ 



Sfo I G945 
Nar I G945 
Kas I G945 
Bbe I G945 
Pst I G809 
Sbf I 6808 
Sph I G803 
Ppu 101 G508 
Nsi I G508 
Bfr BI G508 

Sna BI G154 
Bsa Al 6154 



Bsm I 7120 
Bpu 101 7091 

Ngo MIV 7011 
Nae I 7011 



pP7 

358 Bsg I 
547 Rsr II 
688 Sex AI 
u I 



Aat II 5378 



Beg I 487G 
Pvu I 4827 




834 Nco I 
838 Sfi I* 
849 Mlu 1131 
849 Sac II 
851 Not I 
859 Spe I 
8G7 Bam HI 



882 Sfi I* 

890 Apa I 

890 Ban II 

890 Bsp 1201 

896 Sci I 

898 Xho I 

911 Xba I 



1134 Msc I 



ALIAS : pGAD3S2XNS2 
APPLICATION : 2HY (PREY) 
BACKBONE : pGAD3S2X 
SPECIFICITY : Sf i ORIENTED 
SELECTION: AMPICILLIN 
CONSTRUCTED BY:SW 



ABS1 



cgtttggaatcactacagg 



2459 Afl II 

2609 Bsm FI 
2623 Cla I 
2739 Bst EII 

2862 Pfl MI 
2883 Ppu MI 
2883 Sse 86471 
3161 Bae I 
33B8 Pvu II 
3443 Sap I 

GATGTTTAATACCACTACAATGGATGATGTATATAACTATCTATT 



Alw NI 3977 



JC90 



cgatgatgaagataccccaccaaa 



Sfi I 



CCCAAAAAAAGAGATCCTAGAACTA 
Sac 11 Spe I Bam HI 



GCC ATG GCC GGA CGG GCC GCG GCC GCA CTA GTG GGG ATC C 

Sfi I 



Nco I 
STOP 



Not I 



Xho I 



Xba I 



TT AAT TAA GGG CCA CTG GGG CCC CTC GAG TAG CTA GTG TCT AGA 



STOP STOP STOP 

GGCCCGGTACCCAATTCGCCCTATAGTGAGTCGTATTACAATTCACTGGCCG TCGTTTTA CAACGTCGTGACTGGGAAAACCCTGATCTATGAAT 



cgtagatactgaaaaacccc 



GCAAGTT 



1G2 



cacttcaactgtgcatcgtg 



caccatctcaatttcttt 



ABS1 
JC90 
162 
ABS2 
\53 



5' CGTTTGGAATCACTACAGG 3' 

5' CGATGATGAAGATACCCCACCAAA 3' 

5' GGGGTTTTTCAGTATCTACG 3' 

5' CACGATGCACAGTTGAAGTG3 ' 

5' GAAATTGAGATGGTGCACGATGCAC 3' 



ABS2 



53 
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CD 
LL 



I 



CO 
C_3 



<tvj 



< 



col 



ro 



- 



ro 



ro 

CO 



X CO 



<l CD 

<l I 

I -cC CO 

CD C_J CO 



C_> C_D 
CD CD 



CD 



CD C_J 

CD C_J 
CD C_3 
c_) CD 

c_> CD 
C__> CD 
C_> CD 



CD <— 5 
CD 

-cC I 

CD C_3 

-=C I 

I -*3Z 

CJ> CD 

c_3 CD 



CD C_> CC 

c_3 CD LU 

I -=C CO 

CD C_ i >— 

CD c_J) 1 

CD C_J> CD 



CO 



CO 



CD 



CO 



CO 



CO 



CD 
CD C_J> 



<_> CD 
CD C_3 



CO 



ra\ 

col 



ro 



\ - 



ro 

X 



ro 

CO 



I -CC CO 

CD C_> CO 



C_J CD 
C_J CD 



CD 

CD C_3 
CD C_3 
C_> CD 



Q_ 



CD 



C_J CD CD 
C — 3 CD ac 
C_? CD Q_ 



CO 



CD 



CD 
CD C_> 
CD 



c__> CD 



<LJ> CD 

i — 

c_3 CD 



CO 



ac 



CO 



CD c — 3 ac 

C — > CD U_J 

I -<C CO 

CD C_J 2>— 

CD C 2 i 

CD C_J> CD 



C_5 CD 
CD C_3 



CO 



C_J CD 
CD C_J> 





1 1 




i — i m ■ — i ■ — • 


CO 


s ro cz 


CD 


co ro e Q_ 




CLCQOO V 






1 — 1 




CO 




d 


<—> 


co ro E= 






Q_ CO CO 









# 1 
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FIG. 18 A 

EFFECT OF MUPP1 OVER-EXPRESSION ON THE 
OLIGOMERIZATION OF MELATONIN RECEPTORS 
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FIG. 18B 

COMPETITION OF ENERGY TRANSFER BETWEEN 
MTIR-Rluc AND MT1R-YFP BY MUPP1 
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